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Table A1: Initial size and biomass of the tree saplings of the five species used in the 

experiment (mean ± SE, n=12): Phytomass, root-shoot ratio (RS), basal area (BA), shoot 

length and root length. Different small letters indicate significant differences among species 

(p<0.05).  
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Table A2: Parameters characterizing productivity and plant-internal biomass partitioning at 

the level of the plant individual for the five species in the moist and dry treatment (means ± 

SE). Data are averages over all species combinations to show species differences (n = 57 and 

32 pots in the moist and dry treatment, respectively). Relative growth rates (RGR) are given 

in g g-1450 d-1. Different capital letters indicate significant differences among species 

(p<0.05) in the moist or dry treatment. Asterisks indicate significant differences among the 

treatments (°: p<0.10; *: p<0.05; **: p<0.01; ***: p<0.001).  
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Table A3: Additive partitioning of biodiversity effects on productivity as measured by 

various growth-related parameters: above- and belowground biomass (Bm), leaf area (LA), 

basal area (BA), shoot and root length (L). Asterisks indicate the significance levels of the 

effect size (grand mean, t-test) and the significance of species richness (3 vs. 5 species; 

Wilcoxon-test) or species composition influences on the three effects (ANOVA; *: p<0.05; 

**: p<0.01; ***: p<0.001).                                   � 
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Table A4: Growth performance of Fraxinus excelsior in the moist and dry treatments and the 

three diversity levels as measured by 12 productivity and biomass partitioning parameters 

(means ± SE). Relative growth rates (RGR) are given in g g-1450 d-1. Different small letters 

indicate significant differences between the diversity levels (p<0.05) in the moist or dry 

treatment. Asterisks indicate significant differences among the treatments (°: p<0.10; *: 

p<0.05; **: p<0.01; ***: p<0.001).  
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Table A5: Growth performance of Acer pseudoplatanus in the moist and dry treatments and 

the three diversity levels as measured by 12 productivity and biomass partitioning parameters 

(means ± SE). Relative growth rates (RGR) are given in g g-1450 d-1. Different small letters 

indicate significant differences between the diversity levels (p<0.05) in the moist or dry 

treatment. Asterisks indicate significant differences among the treatments (°: p<0.10; *: 

p<0.05; **: p<0.01; ***: p<0.001).  
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Table A6: Growth performance of Carpinus betulus in the moist and dry treatments and the 

three diversity levels as measured by 12 productivity and biomass partitioning parameters 

(means ± SE). Relative growth rates (RGR) are given in g g-1450 d-1. Different small letters 

indicate significant differences between the diversity levels (p<0.05) in the moist or dry 

treatment. Asterisks indicate significant differences among the treatments (°: p<0.10; *: 

p<0.05; **: p<0.01; ***: p<0.001).  
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Table A7: Growth performance of Tilia cordata in the moist and dry treatments and the three 

diversity levels as measured by 12 productivity and biomass partitioning parameters (means ± 

SE). Relative growth rates (RGR) are given in g g-1450 d-1. Different small letters indicate 

significant differences between the diversity levels (p<0.05) in the moist or dry treatment. 

Asterisks indicate significant differences among the treatments (°: p<0.10; *: p<0.05; **: 

p<0.01; ***: p<0.001).  



�

Table A8: Growth performance of Fagus sylvatica in the moist and dry treatments and the 

three diversity levels as measured by 12 productivity and biomass partitioning parameters 

(means ± SE). Relative growth rates (RGR) are given in g g-1450 d-1. Different small letters 

indicate significant differences between the diversity levels (p<0.05) in the moist or dry 

treatment. Asterisks indicate significant differences among the treatments (°: p<0.10; *: 

p<0.05; **: p<0.01; ***: p<0.001).  
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Table A9: Pot-level water use efficiency (WUE) of tree assemblages differing in species 

composition and diversity in the moist and dry treatments (means ± SE, for no. of replicates 

see Table 1). WUE is given as total biomass per plant produced in the 450 d-experiment 

divided by the mean daily transpiration in June 2012 at peak transpiration (data after Lübbe et 

al., 2015). Different small letters indicate significant differences in WUE of the species or 

species combinations in the monospecific or mix 3 groups, or between the diversity levels. 

Asterisks in the dry treatment column mark significantly higher WUE in the dry than the 

moist treatment (*: p<0.05; **: p<0.01; ***: p<0.001). 
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Figure A1: Temperature (bright bars, solid line) and vapor pressure deficit (dark bars, dashed 

line) at the experimental site in the summers of 2011 and 2012 (means per month). Lines give 

monthly means of daily maxima. 
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Figure A2: Relative growth rate of the five species either in monoculture (first bar in a bloc) 

or in the six different 3-species combinations in the moist (upper panel) and dry treatment 

(lower panel) (means ± SE of 7 or 6 replicate pots). In the dry treatment, only three 3-species 

combinations were realized. For species abbreviations see Table 1. Different letters indicate 

significant differences within a species (p<0.05). 

 


