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The authors would like to correct the 2 text errors in the 
original publication:

(1) In the Abstract, page 580, first column, on line 10, 
‘8q21.1’ should be ‘8p21.1’.

(2) On page 585, first column, line 8, ‘8q21’ should be 
‘8p21’.

The authors apologize for these typographical errors.

The online version of the original article can be found under 
doi:10.1007/s00439-013-1270-y.
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