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Assemblies for primary comparison with BUSCO [1] 

Name  Sources N50, Kb 

Minke whale (Balaenoptera 

acutorostrata scammoni) 

http://www.ncbi.nlm.nih.gov/assembly

/GCF_000493695.1/  

Scaffold N50 12,843.7 Kb 

Contig N50 22.7 Kb 

Bowhead whale (Balaena 

mysticetus)  

http://alfred.liv.ac.uk/downloads/bowh

ead_whale/bowhead_whale_proteins.z

ip 

http://alfred.liv.ac.uk/downloads/bowh

ead_whale/bowhead_whale_scaffolds.

zip 

Scaffolds N50 877 Kb 

Contigs N50 34.8 Kb 

Antarctic minke whale 

(Balaenoptera bonaerensis) 

http://www.ncbi.nlm.nih.gov/assembly

/GCA_000978805.1 

Scaffold N50 20 Kb 

Contig N50 8 Kb 
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