
Cnem_R27072837    1 MMNLL-----------------------TLVLVGLFSTALSQGAGGLAPVPQNYKPDLKPMLPPPMPMKPSSPFLPP--- 80  
Lsta_sfc_27a        MKWLISFLFFGVVTSAPQLNNQPLPPAMRLVLADMLKNVL------GNPGPHGFKLDLKPPLPSLVPQKTLAPFFAPVPN     
Lsta_sfc_27b        MKWLISFLFFGVVTSAPQLNNQPLPP-----------------------------------------------VFAPVPN     
 
Cnem_R27072837   81 --------PMQMAPPGPPQPRTVNDGLFMDLPHAGGAHYGGGAPYGGGPQYGGGPQYGGGPYMGPPVMRSYHYCPPGPTT 160 
Lsta_sfc_27a        FPPQPLPPFQPQPPPGPPGGGVAGNGLFMDLPNSGPGGY------------------------AAPMMRSYHYCPPGPTT     
Lsta_sfc_27b        FPPQPLPPFQPQPPPGPPGGGVAGNGLFMDLPNSGPGGY------------------------AAPMMRSYHYCPPGPTT     
 
Cnem_R27072837  161 ADHCKDQKLQEALYFPDGTPRYNWVPPKNPWDTSLPDTVKETAKNILMMKVNSRPSRIPTPKEWELMSLLGDPKEQGPAA 240 
Lsta_sfc_27a        SDHCKDQKLMEALYHPDGTPRYNWVPPRNPWDNSLPDTVKDTAMHILMMKVNSRPNRTPTPKEWELIGLLGDPKEQGHAG     
Lsta_sfc_27b        SDHCKDQKL-EALYHPDGTPRYNWVPPRNPWDNSLPDTVKDTAMHILMMKVNSRPNRTPTPKEWELIGLLGDPKEQGHAG     
 
Cnem_R27072837  241 NNPFAGR------- 254 
Lsta_sfc_27a        HGAFGMGGFPAAPG     
Lsta_sfc_27b        HGAFGMGGFPAAPG  
 


