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Abstract: Osteoarthritis (OA) is a chronic disease affecting the whole joint, which still lacks a
disease-modifying treatment. This suggests an incomplete understanding of underlying molecular
mechanisms. The Wnt/β-catenin pathway is involved in different pathophysiological processes
of OA. Interestingly, both excessive stimulation and suppression of this pathway can contribute to
the pathogenesis of OA. microRNAs have been shown to regulate different cellular processes in
different diseases, including the metabolic activity of chondrocytes and osteocytes. To bridge these
findings, here we attempt to give a conclusive overview of microRNA regulation of the Wnt/β-
catenin pathway in bone and cartilage, which may provide insights to advance the development of
miRNA-based therapeutics for OA treatment.

Keywords: osteoarthritis; Wnt/β-catenin; miRNA; non-coding RNA

1. Introduction

Osteoarthritis (OA) is one of the most common diseases affecting millions of people
worldwide. The typical symptoms are pain, swelling, stiffness, and loss of flexibility in
weight-bearing joints, especially knee and hip joints, breakdown of cartilage, and finally,
the loss of joint function, which seriously affects patients’ life and work. Around 14 million
cases in the US alone suffer from symptomatic OA, and the cost of OA treatment is a
heavy social burden [1]. The risk factors can be classified into two categories: person-level
factors such as age, gender, obesity, and genetics, and joint-level factors such as injury,
malalignment, and abnormal mechanical stress. Conventional treatment methods include
physical therapy based on rehabilitation exercises and medication, especially non-steroidal
anti-inflammatory drugs, all of which can only relieve the symptoms but cannot reverse
the course of the disease. For the end-stage patients, joint replacement surgery is the only
effective treatment so far, although it comes with some disadvantages, including high
cost, risk of perioperative complications and postoperative periprosthetic infection, the
potential necessity of arthroplasty revision, and other problems [2]. The fundamental
reason for limited treatment strategies for a disease is an insufficient understanding of
its underlying pathogenesis. Recent studies have demonstrated that the Wnt/β-catenin
pathway is involved in the pathophysiological processes of OA and that both the excessive
stimulation and the suppression of this pathway can contribute to OA development [3]. In
this review, we summarize the current understanding of how miRNAs influence Wnt/β-
catenin signaling in OA development and the ensuing consequences for its pathogenesis
and possible treatment.
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2. miRNA Biogenesis and Target Prediction

microRNAs (miRNAs) are a kind of small non-coding RNAs that are responsible for
post-transcriptional regulation of 60% of human genes [4]. Since they were first discovered
in 1993, miRNAs have been shown to participate in the modulation of diverse biological
processes. More importantly, the pathologic expression of miRNAs can lead to various
diseases, including OA [5]. The biogenesis of miRNAs has been deeply researched in the
past decades. In brief, miRNAs are first transcribed from their genes into primary miRNAs
(pri-miRNAs) with the support of RNA polymerase II (Pol II). Thereafter, pri-miRNAs are
modified into precursor miRNAs (pre-miRNAs) by the microprocessor complex consisting
of DiGeorge Syndrome Critical Region Gene 8 (DGCR8) and Drosha in the nucleus, fol-
lowed by the transportation to the cytoplasm by Exportin 5. The cytoplasmic pre-miRNAs
are then further processed into mature miRNAs duplex (20–23 bp) by the RNase III en-
zyme Dicer. In most cases, one strand of the miRNAs duplex is incorporated into the
RNA-induced silencing complex (RISC), where the miRNAs interact with the 3′ UTR of
target mRNAs and thus suppress their expression. As a result, gene silencing happens
through mRNA degradation or suppressed translation of the mRNA, depending on the
ratio of complementarity between the miRNA and the target mRNA sequence. It was
reported that the human genome might encode more than 1900 miRNAs to modify gene
expression [6]. Public online websites such as “Targetscan”, “miRWalk”, and “miRDB”
provide a prediction of possible targets of miRNAs through the interaction with the 3′ UTR
of target mRNAs. However, prediction of the effect of such miRNAs silencing of their
mRNA targets is complicated, considering each miRNA has multiple mRNA targets and
vice versa. This can lead to complex effects already inside the single cell. It becomes even
more complicated on a tissue level, where the same miRNA may have different effects in
the different cells of the tissue.

3. miRNAs Regulation in Osteoarthritis

miRNAs mediated regulation of gene expression at the post-transcriptional level may
play an important part in the transition from healthy joint to OA (Figure 1).

Indeed, during the past decades, abnormal expression of miRNAs has been demon-
strated in OA patients compared to healthy cohorts [7]. Furthermore, miRNAs have been
demonstrated to be able to play either a protective or destructive role in the pathogenesis
of OA [8]. For example, it was reported that the expression of miR-140 was reduced in carti-
lage from OA patients compared to healthy cartilage, while intra-articular administration of
miRNA-140 significantly relieved OA progression by maintaining cartilage homeostasis [9].
Similarly, miR-30a expression was decreased in OA chondrocytes, and ADAMTS-5 was
identified as its direct target [10]. Additionally, MMP-19 was identified as the direct target
of miR-193b-3p, and the miR-193b-3p expression decreased in OA chondrocytes, while
treatment with an exogenous supplement of miR-193b-3p could relieve IL-1β-induced
inflammatory reactions [11]. Although the above-mentioned miRNAs demonstrate a pro-
tective effect on cartilage, other miRNAs can shift the homeostasis of chondrocytes and
cartilage towards a catabolic phenotype. For example, miR-365 expression was shown
to be regulated by mechanical stress and upregulated cartilage extracted from primary
and traumatic OA patients. A catabolic character of miR-365 could be demonstrated to
be mediated via the inhibition of histone deacetylase 4 (HDAC4) [12]. Indeed, inhibition
of miR-365 significantly decreased the MMP-13 and Col-X gene expression in IL-1β in-
duced chondrocytes [13]. The results suggested that miR-365 inhibitors can be promising
therapeutic targets for the treatment of OA. However, it seems unreasonable to treat OA
only through the regulation of a single miRNA and then attempt to explain the combined
function of one miRNA by one of the various targets. As there are multiple targets for
the same miRNA, the same miRNA may also have different effects on OA progression
by inhibiting various targets. For example, the function of miR-146a in arthritis pathol-
ogy is controversial, as it was upregulated in OA cartilage and contributed to cartilage
degeneration while downregulated in end-stage OA [14]. A possible explanation is that
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miR-146a targets different mRNAs at different stages of OA. Similarly, one mRNA can also
be targeted by different miRNAs. For example, it has been shown that HDAC-4 can be
targeted by at least miR-222, miR-140, and miR-365 at the same time [15–17].

Figure 1. The role of miRNAs in OA pathogenesis. Changed expression of miRNAs in OA chondrocytes can shift the
balance of homeostasis, which can impose a protective effect (blue), destructive effect (pink), or both (merged blue and
pink) on chondrocytes. A healthy knee joint could synthesize and secrete normal ECM mainly comprised of Collagen 2 and
proteoglycan. Risk factors of OA, especially abnormal mechanical stress, inflammation, and metabolic disorders, can destroy
ECM and induce excess expression of Collagen X, MMPs, and ADAMTS-4,5, accelerating cartilage destruction. These
processes can be epigenetically modulated by miRNAs expressed in cells of the joint tissues, chondrocytes, synoviocytes,
and subchondral bone cells. As a result, chondrocyte metabolism can be changed from anabolic towards catabolic, which in
turn accelerates the degradation of cartilage together with subchondral bone sclerosis, angiogenesis, and synovitis.

4. Wnt Pathway Overview

Since its first discovery in 1982, the Wnt signaling pathway has been deeply studied
in different diseases, especially in oncology [18]. Up to now, more than 19 Wnt proteins,
as well as various Wnt receptors including Frizzled (FZD) receptors and low-density
lipoprotein receptor-related proteins 5/6 (LRP5/6) coreceptors are shown to be involved
in the singling pathway [19]. Based on the type of Wnt–FZD interactions, as well as the
downstream involvement or absence of β-catenin, the Wnt pathway can be classified into
two distinct downstream branches: the β-catenin-dependent canonical pathway and two
β-catenin independent noncanonical pathways. In the canonical β-catenin-dependent Wnt
pathway, β-catenin would be degraded through β-transducin repeat-containing protein
(β-TrCP)-mediated ubiquitination in the cytoplasm, in case Wnt is absent or the normal
Wnt–FZD interaction is blocked by antagonists. This process is activated by the enzyme
glycogen synthase kinase 3β (GSK3β) in a “destruction complex” comprised of scaffold
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protein Axin, adenomatosis polyposis coli (APC), and kinases such as GSK-3β and casein
kinase 1α (CK1α) [20,21]. Recent studies have found that yes-associated protein (YAP) and
Tafazzin (TAZ), which are transcriptional regulators of the Hippo pathway, might also
participate in the regulation of Wnt signaling by being an integral part of the β-catenin
destruction complex [22]. Ligands such as Wnt3A are responsible for activating the canoni-
cal Wnt pathway [23]. When the Wnt pathway is activated, the Wnt−FDZ combination
inactivates the destruction complex by promoting CK1α- and GSK-3β–mediated LRP phos-
phorylation, which leads to the polymerization and activation of Disheveled (Dsh). As a
result, β-catenin is protected from degradation and is aggregated in the nucleus to stimu-
late transcription of downstream genes by activating the formation of β catenin–TCF/LEF
(T-cell factor/lymphoid enhancing factor) complex [24]. The noncanonical Wnt signal trans-
duction can be further classified into Wnt/Ca2+ and planar cell polarity (PCP) pathways
based on different downstream signals, both of which could participate in the regulation of
cytoskeletal organization, cell differentiation, and communication [25]. Wnt signaling can
also be regulated by various antagonists such as Dickkopf (DKK), Wnt inhibitory factor 1
(WIF1), sclerostin, secreted FZD-related proteins (SFRPs), and insulin-like growth factor-
binding protein 4 (IGFBP4) [26]. These antagonists can block Wnt signaling pathways, but
sometimes conflicting effects occur due to complex intrinsic mechanisms [27]. Additionally,
these so-called antagonists can even act as agonists depending on the cellular context [28].

5. Wnt Pathway Regulation in Osteoarthritis (OA)

The Wnt pathway regulates complex cellular processes such as proliferation, differ-
entiation, regeneration, aging, and apoptosis during the embryologic development and
pathogenesis of diseases. Variants in Wnt pathway-related genes have been indicated as
susceptibility factors for OA [29]. The active Wnt pathway is crucial in chondrocyte hyper-
trophy: an important pathological process in OA cartilage [20]. Canonical Wnt signaling
can contribute to OA, as both excessive activation and inactivation of β-catenin in cartilage
seem to contribute to osteoarthritic changes in animal experiments. Zhu et al. reported
that activation of β-catenin in articular cartilage chondrocytes induced premature chon-
drocyte differentiation into an OA-like phenotype in adult mice [30]. On the other hand,
the team reported that the inhibition of β-catenin signaling in chondrocytes promoted cell
apoptosis, which also led to articular cartilage destruction [31]. Similarly, Lietman et al.
found that inhibition of the Wnt pathway could relieve OA symptoms in a surgery-induced
murine OA model [32], while another study showed opposite results, namely, the transient
activation of the Wnt pathway could induce or even accelerate repair of the damaged
articular cartilage [33]. Accordingly, it is reasonable to deduce that moderate Wnt activity is
necessary for the physiological maintenance of cartilage. A recent study found a buffering
function for Wnt16, which may explain how a fine balance of Wnt activation is achieved in
highly dynamic biological processes such as cartilage damage and/or repair in OA [34].

It is also known that the Wnt pathway can affect cartilage indirectly by regulating
the structure of subchondral bone [35]. For example, it was found that selective inhibition
by Dkk-1 in bone could decrease OA severity through VEGF inhibition, which in turn
decreased the expression of matrix metalloproteinases in chondrocytes [27]. This study
showed that the Wnt pathway not only participated in the pathophysiology of cartilage
or subchondral bone but also played a complex role for the whole joint. Therefore, the
question of how to accurately regulate Wnt signaling may even be more complicated
than initially thought. Nevertheless, some inhibitors of the Wnt pathway have already
been tested in early clinical trials, showing promising results. For example, treatment
with XAV-939 or SM04690 was shown to ameliorate OA severity associated with reduced
cartilage degeneration in vivo [32,36]. SM04690 even demonstrated remarkable pain relief
and improved function in a completed clinical phase I trial [37].
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6. miRNAs Modulate the Wnt Pathway in OA

miRNAs can activate or repress components of the Wnt pathway and thereby act on
different targets in OA. Conversely, the Wnt pathway regulates the expression of miRNAs.
For OA, this is especially important in processes maintaining joint homeostases, such as car-
tilage synthesis and degradation, inflammation, chondrocyte proliferation, differentiation,
and apoptosis. The intracellular regulatory mechanisms of miRNAs on canonical Wnt path-
ways in OA are illustrated in Figure 2. miRNAs are associated with various components of
Wnt signaling during OA progression, summarized in the following chapters.

Figure 2. Regulatory functions of miRNAs on canonical Wnt signaling pathways in OA. miRNAs influence various steps of
the Wnt pathway by targeting Wnt ligands (i.e., DKK1), receptors (i.e., Wnt), β-catenin, or Wnt transcription factors (i.e.,
TCF/LEF).

7. Targeting Wnt Ligands/Receptors and Associated Proteins

Both Wnt-ligands and Wnt-receptors can be modulated by miRNAs. Table 1 summa-
rizes miRNAs that target Wnt ligand/receptors, as well as their associated proteins in the
pathogenesis of OA.

MiR-497-5p expression was found to be downregulated in OA cartilage and IL-1β-
induced chondrocytes. Wnt3a was shown to be a direct target of miR-497-5p [38]. Indeed,
the overexpression of miR-497-5p prominently upregulated the expression of cartilage
matrix ingredients such as collagen II and aggrecan, reduced the expression of catabolic
proteinases including MMP13 and ADAMTS4, while Wnt3a overexpression could reverse
these effects. It was concluded that miR-497-5p attenuated the IL-1β-induced cartilage
matrix degradation in chondrocytes through Wnt pathway regulation [38]. Similarly, miR-
410 could regulate chondrogenic differentiation of mesenchymal stem cells (MSCs) by
directly targeting Wnt3a, whose expression was upregulated in the cartilage of OA patients
but showed a significant negative correlation with miR-410 expression [39]. Recently,
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many studies have reported that MSC-derived exosomes might participate in regulating
biological processes such as cell migration, proliferation, and differentiation. For example,
miR-92a-3p expression was demonstrated to be significantly reduced in OA chondrocyte-
secreted exosomes compared with healthy controls, while treatment with MSC-miR-92a-
3p-Exos was shown to promote cell proliferation and expression of matrix genes such as
aggrecan, COL2A1, COL9A1, COMP, and SOX9 in MSCs [40]. Intriguingly, the regulation
of cartilage homeostasis could be explained by exosomal miR-92a-3p mediated modulation
of the Wnt pathway by directly targeting Wnt5a [40]. Similarly, miR-26b and miR-154-
5p also participated in the pathophysiological process of OA by modulating the Wnt
pathway [41,42].

Table 1. miRNAs targeting Wnt ligands/receptors and associated proteins in the pathogenesis of OA.

miRNA Target Effect of miRNA Reference

miR-497-5p Wnt3a Inhibits cartilage
matrix degradation Hou et al., (2019) [38]

miR-410 Wnt3a
Promotes

chondrogenic
differentiation

Y. Zhang et al., (2017) [39]

miR-92a-3p Wnt5a Inhibits cartilage
matrix degradation Mao et al., (2018) [40]

miR-26b Wnt Inhibits chondrogenic
differentiation T. Huang et al., (2019) [41]

miR-154-5p Wnt11 Inhibits osteogenic
differentiation Li et al., (2015) [42]

miR-203 Mcl-1 Promotes
inflammation Zhao et al., (2017) [43]

miR-146a CXCR4 Promotes
inflammation Sun et al., (2017) [44]

miR-29 FZD3, FZD5, DVL3,
FRAT2, and CK2A2

Complex role in
cartilage homeostasis Le et al., (2016) [45]

miR-1 FZD7 Inhibits cartilage
matrix degradation Xing et al., (2017) [46]

miR-335-5p DKK1 Promotes osteogenic
differentiation J. Zhang et al., (2011) [47]

miR-320a BMI-1 Inhibits cartilage
matrix degradation Peng et al., (2017) [48]

Mechanical loading is important for the physiological and pathological metabolism of
both cartilage and subchondral bone. Recent studies have shown that mechanosensitive
miRNAs play a crucial role in the regulation of osteogenic/chondrogenic differentiation
through mechanical cues and thus are important for bone/cartilage homeostasis [49]. For
example, it was reported that miR-154-5p could inhibit osteogenic differentiation from
adipose-derived mesenchymal stem cells (ADSCs) through the Wnt/PCP pathway by
directly targeting Wnt11 under tensile stress [42]. This could provide an interconnection
between the molecular mechanism of mechanosensitive miRNAs and the Wnt pathway in
the osteogenic differentiation process of ADSCs. Additionally, other miRNAs can indirectly
regulate Wnt by targeting related mRNAs. For example, Myeloid cell leukemia 1 (Mcl-1)
was identified as a target of miR-203 [43]. It was demonstrated that knee joint immobility
could induce Mcl-1 overexpression in articular cartilage chondrocytes [50]. It was also
found that overexpression of Mcl-1 relieved the inactivation of Wnt/β-catenin pathways in
lipopolysaccharides (LPS)-treated chondrocytes, while inactivation of Mcl-1 showed oppo-
site effects [43]. Similarly, miR-146a could indirectly regulate the inflammatory reactions of
chondrocytes via targeting CXCR4, which was related to the expression of Wnt/β-catenin
signal factors, even though the exact function of miR-146a in arthritis pathology is still
disputed [44].
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miRNAs that regulate Wnt receptors also contribute to the development and progres-
sion of OA. It was shown that expression of the miR-29 family was downregulated in OA
cartilage, and FZD3, FZD5, DVL3, FRAT2, and CK2A2 were validated as direct targets
of the miR-29 family [45]. All of the targets belonged to positive regulators of the Wnt
pathway, and targeting them seemed to modulate the Wnt signaling negatively. In another
line of research, miR-1 was demonstrated to inhibit chondrocyte degradation through
FZD7 [46].

Aside from the direct inhibition of Wnt pathway components, miRNAs that reg-
ulate its inhibitory factors may also be able to modulate this pathway. In this respect,
Dickkopf-1 (DKK1) has been extensively studied [51]. It was reported that miR-335-5p
could downregulate DKK1 and therefore activate Wnt signaling, a process that is likely to
affect subchondral bone development [47]. As an activator of the Wnt pathway, Polycomb
group protein BMI1 inhibits the DKK family and is overexpressed in OA chondrocytes [52].
miR-320a was reported to regulate the expression of BMI-1 in chondrocytes and thereby
protect against cartilage degeneration [48].

8. Targeting β-catenin Destruction Complex and Associated Proteins

As one of the most important components in the Wnt pathway, β-catenin functions
by accumulation in the cytoplasm and then translocation into the nucleus. Afterwards, it
directly binds to TCF/LEF transcription factors while turning on downstream gene tran-
scription. Finally, β-catenin transduces extracellular signals and modulates the response
of receiving cells. In the context of OA, it can contribute to its pathogenesis by regulating
different cellular processes such as cell proliferation, cell migration, and tissue regeneration.
It has been reported that several miRNAs that are involved in osteoarthritis could inhibit
the Wnt pathway by targeting β-catenin directly (Table 2).

Table 2. miRNAs targeting β-catenin destruction complex and associated proteins in the pathogenesis
of OA.

miRNA Target Effect of miRNA Reference

miR-320c β-catenin Inhibits cartilage matrix
degradation Zhang et al., (2019) [53]

miR-10a β-catenin Inhibits osteogenic
differentiation Li et al., (2015) [54]

miR-200a-3p FoxC1 Inhibits cartilage matrix
degradation Wang et al., (2019) [55]

miR-142-3p APC Promotes osteogenic
differentiation Hu et al., (2013) [56]

miR-26b GSK3β Promotes osteogenic
differentiation Hu et al., (2019) [57]

miR-195-5p YAP Promotes chondrocytes
apoptosis Shu et al., (2019) [58]

miR-29c-3p DVL2 Inhibits osteogenic
differentiation Wang et al., (2018) [59]

MiR-320c has been well-studied in recent years due to its significant regulatory func-
tions in different fields such as oncology and the musculoskeletal system [53]. Previous
studies demonstrated that miR-320 could protect chondrocytes from degradation by sup-
pressing β-catenin in the cytoplasm. Furthermore, miR-320 inhibited the transcriptional
activity of the β-catenin/TCF complex in the nucleus, while intra-articular injection of
miR-320-3p in a collagenase-induced OA model significantly reduced the expression of
β-catenin, relieved OA progression, and re-established the smooth surface of cartilage [60].
In another study, miR-10a was able to suppress the Wnt/β-catenin pathway by decreasing
β-catenin expression, while an exact mechanism could not be proposed [54]. Similarly,
miR-200a-3p could regulate β-catenin expression indirectly by targeting Forkhead box
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C1 (FoxC1) in OA synovial fibroblasts and thus alleviate inflammation of the synovial
membrane in OA joints [55].

When Wnt proteins are absent, β-catenin is normally degraded by the “destruction
complex”; therefore, the miRNAs targeting APC, GSKβ, AXIN, and associated factors (see
Table 2 for details) can modulate the Wnt pathway as described below. APC is a scaffolding
protein for the destruction complex and has been identified to be a target of miR-142-3p.
Specifically, miR-142-3p could stimulate the Wnt pathway via the inhibition of APC, which
eventually resulted in the aggregation and nuclear translocation of β-catenin. Consequently,
miR-142-3p could be a vital mediator of osteoblast differentiation and even be exploited in
a new therapeutic strategy to treat subchondral bone sclerosis in end-stage OA [56]. As
for the kinase in the “destruction complex”, GSK-3β was predicted and validated as a
target of miR-26ab through biological experiments. Studies have suggested that miR-26b
could enhance the osteogenic potential of bone marrow-derived mesenchymal stem cells
(BMSCs) by directly targeting GSK3β, and thus, activating Wnt signaling [57]. The Wnt
pathway was also demonstrated to regulate the transcription of yes-associated protein
(YAP) in colorectal carcinoma cells, while nuclear accumulation of YAP was correlated
with β-catenin activation [61]. This is consistent with previous experiments that concluded
YAP might modulate the Wnt pathway by being an integral part of the “destruction
complex” [62]. In another line of research, miR-195-5p directly inhibited REGγ (also known
as PA28γ, PAME3, Ki antigen), which could positively regulate YAP, whereas miR-195-5p
inhibitor was demonstrated to protect chondrocytes from apoptosis and inflammatory
responses via modulating the Wnt- and NF-κB pathways [58]. In canonical Wnt signaling,
Disheveled is found to be recruited by the Wnt receptor Frizzled while inactivating the
destruction complex thereafter [63]. Furthermore, Disheveled was identified as a target of
miR-29c-3p, which could further inhibit the osteogenic differentiation of BMSCs [59].

9. Targeting Wnt Pathway Transcription Factors and Associated Proteins

Wnt signaling acts through the binding of β-catenin to the transcriptional complex
TCF/LEF. As a result, miRNAs that negatively regulate the mRNA level of TCF/LEF, and
its associated co-activators/co-repressors may also modulate the signal transduction of the
Wnt pathway. Mammals have a total of four TCF/LEF family members: TCF1, TCF3, TCF4,
and LEF-1. It was shown that LEF-1 could be targeted by miR-449a, which further repressed
the transcription of Sox 9, subsequently affecting the differentiation and chondrogenesis
of human MSCs [64]. In another study, microRNA-449a was found to have an increased
expression in OA chondrocytes, while microRNA-449a inhibition had a protective effect
by targeting SIRT1 instead of LEF-1 [65]. The different targets suggest that cell types
and specific conditions can influence the exact functions of microRNA-449a. Similarly,
overexpression of miR-29a was found in chondrocytes, which significantly stimulated the
activity of the Wnt pathway and promoted cell apoptosis by repression of Foxo3a. This
process was shown to compete with TCF4 for interaction with β-catenin [66]. In addition
to the TCF/LEF family, other transcriptional factors and co-activators/co-repressors such
as HDAC, NLK, and SOX-9 can also be targeted by miRNAs to affect the Wnt pathway
(Table 3).
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Table 3. miRNAs targeting Wnt pathway transcription factors and associated proteins in the patho-
genesis of OA.

miRNA Target Effect of miRNA Reference

miR-449a LEF-1 Inhibits chondrogenesis Paik et al., (2012) [64]
Baek et al., (2018) [65]

miR-29a Foxo3a Promotes chondrocyte apoptosis Huang et al., (2019) [66]
miR-365 HDAC-4 Promote chondrogenesis Guan et al., (2011) [16]
miR-222 HDAC-4 Promote chondrogenesis Song et al., (2015) [17]

miR-92a-3p HDAC-2 Promote chondrogenesis Mao et al., (2017) [67]
miR-193b-3p HDAC-3 Promote chondrogenesis Meng et al., (2018) [68]

miR-140 HDAC-4 Promote chondrogenesis Tuddenham et al., (2006) [15]
miR-138 NLK Promotes chondrogenesis Xu et al., (2019) [69]

miR-101 Sox9 Inhibits chondrogenesis Gao et al., (2019) [70]
Dai et al., (2012) [71]

miR-145 Sox9 Inhibits chondrogenesis Sanchez et al., (2012) [72]
miR-615-3p Sox9 Inhibits chondrogenesis Zhou et al., (2018) [73]
miR-140-5p RaIA Promotes chondrogenesis Tao et al., (2017) [74]

Recent studies have suggested that histone deacetylases (HDACs) were upregulated in
inflammatory chondrocytes, while miRNAs that inhibited the HDACs expression could act
as therapeutic targets for OA. It was reported that HDAC participates in the regulation of
the Wnt pathway by protecting TCF4 from degradation, while aberrant HDAC expression
has been reported in several diseases, including OA [75]. Moreover, the intraarticular injec-
tion of trichostatin A—an HDAC inhibitor that promotes the degradation of TCF4—was
shown to protect cartilage from destruction in a surgically-induced OA model [76]. Similar
to TSA, miR-222 could dramatically suppress HDAC-4 expression in IL-1β-treated chon-
drocytes, which indicated that miR-222 might function as a potential HDAC-4 inhibitor for
the treatment of OA [17]. Additionally, miR-140, miR-365, miR-92a-3p, and miR-193b-3p
were demonstrated to modulate Wnt signaling by targeting the 3′UTR of HDAC in OA
chondrocytes [15,16,67,68].

NIMA-related kinase2 (NEK2) is a serine/threonine kinase that can regulate the cell
cycle and associated gene expressions through positive regulation of the Wnt pathway by
phosphorylating LEF1 and, therefore, can activate downstream transcription [77]. One
study has reported that in OA chondrocytes, miR-138 expression was downregulated,
NEK2 expression was upregulated, while Wnt signaling was activated. Ultimately, it
was confirmed that miR-138 mimic could reverse the phenomenon by direct targeting
NEK2 [69].

As a member of the SRY-box (Sox) containing gene family, Sox9 is essential for chon-
drocyte differentiation and chondrogenesis. It was demonstrated that the activated Wnt
pathway could modulate the expression of SOX9 [78], while abnormal expression of SOX9
could, in turn, affect the Wnt pathway by promoting β-catenin phosphorylation and degra-
dation in the nucleus [79]. MiR-101, miR-145, miR-615-3p, and miR-140-5p were shown
to inhibit extracellular matrix production in chondrocytes by inhibition of SOX9, during
which miR-101 and miR-145 targeted SOX9 directly [70–74].

10. miRNAs Targeted by Canonical Wnt Pathway in OA

miRNA expression can be highly dynamic, tissue-specific, and dependent on external
stimuli and the developmental stage. While there are sample data on miRNAs regulating
the Wnt pathway, the reverse scenario (i.e., regulation of miRNA by components of the
Wnt-pathway) is less studied. In Table 4, we collected reports on such miRNAs that are
regulated by molecules of the canonical Wnt pathway in OA.
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Table 4. miRNAs regulated by canonical Wnt signaling pathways in the pathogenesis of OA.

Molecules miRNA Effect of miRNA Reference

Wnt/β-catenin

miR-27a/b,
miR-140,

miR-146a/b
miR-365

Promotes cartilage
matrix degradation Cheleschi et al., (2017) [80]

HDAC inhibitor miR-146a Inhibits inflammation Wang et al., (2013) [81]

β-catenin/TCF4/LEF1 miR-29
Promotes

chondrocyte
apoptosis

Kapinas et al., (2019) [82]

Wnt/β-catenin miR-140 Promotes
chondrogenesis Yang et al., (2011) [83]

It was reported that hydrostatic pressure (HP) was able to affect the expression
of several miRNAs such as miR-27a/b, miR-140, miR-146a/b, and miR-365 and their
associated targets including MMP-13, ADAMTS-5, and HDAC-4 [80]. This modulation
could be explained by HP-induced inhibition of the Wnt pathway, the reduction of β-
catenin inside the nuclei, and the increased accumulation in the cytoplasm under HP
exposure [80]. miR-222 could inhibit the Wnt pathway by targeting HDAC and further
promoting TCF4 degradation. Intriguingly, it was reported that treatment of OA fibroblast-
like synoviocytes (OA-FLS) with HDAC inhibitors SAHA and LBH589 could increase miR-
146a expression [17,81]. The anti-inflammatory effects of HDAC inhibitors can therefore be
explained via crosstalk between miRNAs and the Wnt pathway and further manifest their
potential application for OA treatment. Furthermore, accumulating evidence suggests that
activation of the Wnt pathway could increase the expression of miR-29a, while miR-29a
could, in turn, promote Wnt/β-catenin signaling as discussed before [66,82,84]. This means
that miR-29a and Wnt pathways might produce a positive regulatory feedback loop in
OA. In addition, it was found that miR-140 was uniquely expressed in chondrocytes and
suppressed by the Wnt pathway-mediated inhibition of Sox9 [83].

11. miRNA-Based Therapeutics in OA

The typical current pharmaceutical treatment of OA consists of unspecific inhibition of
inflammation, mainly through non-steroidal anti-inflammatory drugs (NSAIDs) that target
a single inflammatory mediator: Cox-2. The regulation of upstream targets might offer
more attractive therapeutic possibilities. Furthermore, as the typical pathological changes
seen in OA-stricken joints are the destruction of articular cartilage and the thickening
of the subchondral bone, the related miRNAs that regulate the pathogenesis could be
potential therapeutic compounds. For example, it was demonstrated that the injection of
lentiviruses containing miR-222 into mouse knee joints after destabilization of the medial
meniscus could significantly reduce cartilage destruction [17]. Aside from the direct injec-
tion treatment, increasing evidence has shown that extracellular vesicles may participate
in progenitor cell-mediated tissue regeneration as a paracrine-driven mechanism. For
example, overexpressed miR-140-5p in exosomes secreted by synovial mesenchymal stem
cells (SMSCs) was able to promote the proliferation and migration of chondrocytes [74,85].
Furthermore, SMSC-140-Exos could successfully prevent cartilage degeneration in an OA
rat model [74]. Moreover, Zhang et al. could find that melatonin—a hormone secreted
mainly from the pineal gland—prevents OA-induced cartilage degradation via targeting
miRNA-140 in an in vitro study [86]. In addition to directly increasing or decreasing the ex-
pression of miRNAs, pharmaceutical drugs such as 5,7,3′,4′-Tetramethoxyflavone L(TMF)
and Trichostatin A (TSA) can protect chondrocytes by indirectly regulating miRNAs [17,66].

A part of the positive effect of miRNA-based therapeutics for OA treatment could
be their modulation of the Wnt signaling pathway. Previous studies have revealed the
possible application of Wnt pathway-based therapeutics in other pathologies, such as
cancer [87], Alzheimer’s disease [88], and even rare diseases like Alkaptonuria [89] but
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also in OA (Lorecivivint and SM04690 [36,90]). Interestingly, there seems to be a feedback
loop of the Wnt-pathway, changing miRNAs expression. For example, the expression of
miR-140 in cartilage chondrocytes can be affected by Wnt signaling under hydrostatic
pressure [80]. During the development of OA, miR-140 shows dynamic expression and
differential effects on cartilage matrix remodeling depending on the stage of OA, which
again could be caused by the changing activity of Wnt signaling in the context of OA
development [91]. Furthermore, miR-221-3p demonstrated a mechanosensitive character in
cartilage as reported by Hecht et al. [92], and several components of the Wnt pathway were
identified as direct targets of miR-221-3p in breast cancer [93]. Thus, the ample evidence of
interaction of miRNAs, the Wnt pathway, and tissues of the joint promises a new angle to
understand the bone–cartilage remodeling in the context of OA.

Many different miRNA-based treatments have already been proven to be effective at
the cellular or animal level, calling for translation of this knowledge to the treatment of
patients. Based on current experience in the cancer field, delivery issues, low bioavailability,
specific tissue delivery, off-target side effects, miRNA instability, immunogenicity, and
even tumorigenicity are major obstacles to be addressed before human clinical trials can be
implemented on a large scale [94,95].

12. Future Perspective

Over the past decades, the research focus of OA has been shifting from the analysis of
single tissues (cartilage and bone) to a more holistic approach of analyzing the interaction
of subchondral bone and cartilage. During the development of OA, both compartments
demonstrate alterations not only at the tissue level but also at the cellular level. The
third important issue in this respect is the synovial tissue, and synovitis induced by
destructed cartilage can further accelerate cartilage breakdown and bone remodeling by
secreting catabolic and proinflammatory mediators and is thought as a vital cause of clinical
symptoms [96]. Wnt signaling and miRNAs participate in the homeostasis of all three
tissues and, therefore, in OA progression from at least three different directions. Even in
one tissue, Wnt signaling can have dual effects, like in cartilage, where both activation
and inhibition of Wnt signaling can induce cartilage destruction in animal models [97].
A potential explanation for the phenomenon might be post-translational regulation by
miRNAs during different interventions, which may help to understand the experimental
results. Remodeling of cartilage and subchondral bone is tied to mechanics, and the
existence of mechanosensitive miRNAs suggests that a dynamic expression of miRNAs
and their modulation on Wnt signaling in the joint can be important in this respect. Present
studies mostly adopt miRNA mimics or plasmid transfection to increase the expression
of specific miRNAs in cells, while further research is necessary to uncover the underlying
mechanisms. Accurate and efficient transport of miRNAs to target cells is an important
issue to be resolved. Additionally, the transfection method still has limitations when
trying to simulate endogenous miRNA expression changes, so there is demand for more
sophisticated approaches [98,99]. Moreover, the exact mechanism of how miRNAs are
secreted, transferred, uptaken and finally affect the Wnt signaling in recipient cells is
unclear and relevant studies are rare. In this context, further exploration of the relationship
between miRNAs and Wnt signaling, especially if and how miRNAs can be transported
across the interfaces between bone–cartilage and synovial tissue in the context of OA, is
required. One possibility for this transport may be through extracellular vesicles (EVs). EVs
have been shown to mediate cell–cell communication by transferring cargos containing
miRNAs, and the bilayer of EVs can protect miRNAs from RNase-induced degradation
during the transportation process. Given the existence of microchannels between cartilage
and bone [100,101], EVs mediated miRNAs’ regulation on Wnt signaling could be a center
of attraction for innovation and an important area to perform an in-depth study of cell–cell
communication between the joint tissues.

Furthermore, the current surge of genomic and proteomic data generation will increase
knowledge in this area. Combining novel delivery platforms like EVs and the increasing
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knowledge of small RNA clinical trials in other areas (e.g., thalassemia (NCT04718844), hep-
atitis C (NCT01646489), type 2 diabetes (NCT02612662), multiple solid tumors (NCT01829971),
or hyperlipidemias (NCT04606602) will pave the way for these new and innovative thera-
pies. This gives hope that miRNA treatments for OA may become a clinical reality in the
near future.

13. Conclusions

The intersection of different regulatory mechanisms can play a vital role in biological
processes such as cell proliferation, differentiation, apoptosis, and regeneration. In this
review, we summarized the current understanding of the interaction between miRNAs
and the canonical Wnt pathway in OA. miRNA-based therapeutics may provide a novel
option for OA treatment. A clearer picture of the interaction between miRNAs and the
Wnt pathway will deepen our understanding of OA pathogenesis and accelerate the
development of these new, hopefully disease-modifying therapeutic targets in the future.

Author Contributions: Conceptualization, X.S., A.F.S., and K.O.B.; investigation, X.S. and K.O.B.;
resources, A.F.S. and W.L.; writing—original draft preparation: X.S. and K.O.B.; writing—review and
editing, X.S., K.O.B., S.T., T.H., W.L., and A.F.S.; visualization, X.S. and K.O.B.; supervision, K.O.B.,
W.L., and A.F.S.; project administration, A.F.S.; funding acquisition, A.F.S. and W.L. All authors have
read and agreed to the published version of the manuscript.

Funding: Xiaobin Shang holds a China Scholarship Council Studentship with the University of
Goettingen (NO.202008080030).

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: Not applicable.

Conflicts of Interest: The authors declare no conflict of interest.

Abbreviations

OA Osteoarthritis
MiRNA Micro ribonucleic acid
EVs Extracellular vesicles
MSC Mesenchymal stem cell
BMSC Bone marrow-derived stem/stromal cell
SMSC Synovial mesenchymal stem cell
FLS Fibroblast-like synoviocyte
NSAIDs non-steroidal anti-inflammatory drugs

References
1. Salmon, J.-H.; Rat, A.-C.; Charlot-Lambrecht, I.; Eschard, J.-P.; Jolly, D.; Fautrel, B. Cost Effectiveness of Intra-Articular Hyaluronic

Acid and Disease-Modifying Drugs in Knee Osteoarthritis. Pharmaco. Econ. 2018, 36, 1321–1331. [CrossRef]
2. Gunaratne, R.; Pratt, D.N.; Banda, J.; Fick, D.P.; Khan, R.J.K.; Robertson, B.W. Patient Dissatisfaction Following Total Knee

Arthroplasty: A Systematic Review of the Literature. J. Arthroplast. 2017, 32, 3854–3860. [CrossRef]
3. Stampella, A.; Monteagudo, S.; Lories, R. Wnt Signaling as Target for the Treatment of Osteoarthritis. Best Pract. Res. Clin.

Rheumatol. 2017, 31, 721–729. [CrossRef] [PubMed]
4. Friedman, R.C.; Farh, K.K.-H.; Burge, C.B.; Bartel, D.P. Most Mammalian MRNAs Are Conserved Targets of MicroRNAs. Genome

Res. 2009, 19, 92–105. [CrossRef]
5. Malemud, C.J. MicroRNAs and Osteoarthritis. Cells 2018, 7, 92. [CrossRef] [PubMed]
6. Li, Y.; Kowdley, K.V. MicroRNAs in Common Human Diseases. Genom. Proteom. Bioinform. 2012, 10, 246–253. [CrossRef]

[PubMed]
7. Miyaki, S.; Asahara, H. Macro View of MicroRNA Function in Osteoarthritis. Nat. Rev. Rheumatol. 2012, 8, 543–552. [CrossRef]
8. Endisha, H.; Rockel, J.; Jurisica, I.; Kapoor, M. The Complex Landscape of MicroRNAs in Articular Cartilage: Biology, Pathology,

and Therapeutic Targets. JCI Insight 2018, 3, 1–15. [CrossRef] [PubMed]
9. Miyaki, S.; Sato, T.; Inoue, A.; Otsuki, S.; Ito, Y.; Yokoyama, S.; Kato, Y.; Takemoto, F.; Nakasa, T.; Yamashita, S.; et al. MicroRNA-

140 Plays Dual Roles in Both Cartilage Development and Homeostasis. Genes Dev. 2010, 24, 1173–1185. [CrossRef] [PubMed]

http://doi.org/10.1007/s40273-018-0695-5
http://doi.org/10.1016/j.arth.2017.07.021
http://doi.org/10.1016/j.berh.2018.03.004
http://www.ncbi.nlm.nih.gov/pubmed/30509416
http://doi.org/10.1101/gr.082701.108
http://doi.org/10.3390/cells7080092
http://www.ncbi.nlm.nih.gov/pubmed/30071609
http://doi.org/10.1016/j.gpb.2012.07.005
http://www.ncbi.nlm.nih.gov/pubmed/23200134
http://doi.org/10.1038/nrrheum.2012.128
http://doi.org/10.1172/jci.insight.121630
http://www.ncbi.nlm.nih.gov/pubmed/30185670
http://doi.org/10.1101/gad.1915510
http://www.ncbi.nlm.nih.gov/pubmed/20466812


Int. J. Mol. Sci. 2021, 22, 9887 13 of 16

10. Ji, Q.; Xu, X.; Zhang, Q.; Kang, L.; Xu, Y.; Zhang, K.; Li, L.; Liang, Y.; Hong, T.; Ye, Q.; et al. The IL-1β/AP-1/MiR-30a/ADAMTS-5
Axis Regulates Cartilage Matrix Degradation in Human Osteoarthritis. J. Mol. Med. Berl. Ger. 2016, 94, 771–785. [CrossRef]
[PubMed]

11. Chang, Z.-K.; Meng, F.-G.; Zhang, Z.-Q.; Mao, G.-P.; Huang, Z.-Y.; Liao, W.-M.; He, A.-S. MicroRNA-193b-3p Regulates Matrix
Metalloproteinase 19 Expression in Interleukin-1β-Induced Human Chondrocytes. J. Cell. Biochem. 2018, 119, 4775–4782.
[CrossRef]

12. Usui, T.; Okada, M.; Mizuno, W.; Oda, M.; Ide, N.; Morita, T.; Hara, Y.; Yamawaki, H. HDAC4 Mediates Development of
Hypertension via Vascular Inflammation in Spontaneous Hypertensive Rats. Am. J. Physiol. Heart Circ. Physiol. 2012, 302,
1894–1904. [CrossRef]

13. Yang, X.; Guan, Y.; Tian, S.; Wang, Y.; Sun, K.; Chen, Q. Mechanical and IL-1β Responsive MiR-365 Contributes to Osteoarthritis
Development by Targeting Histone Deacetylase 4. Int. J. Mol. Sci. 2016, 17, 436. [CrossRef]

14. Jin, L.; Zhao, J.; Jing, W.; Yan, S.; Wang, X.; Xiao, C.; Ma, B. Role of MiR-146a in Human Chondrocyte Apoptosis in Response to
Mechanical Pressure Injury in Vitro. Int. J. Mol. Med. 2014, 34, 451–463. [CrossRef]

15. Tuddenham, L.; Wheeler, G.; Ntounia-Fousara, S.; Waters, J.; Hajihosseini, M.K.; Clark, I.; Dalmay, T. The Cartilage Specific
MicroRNA-140 Targets Histone Deacetylase 4 in Mouse Cells. FEBS Lett. 2006, 580, 4214–4217. [CrossRef] [PubMed]

16. Guan, Y.-J.; Yang, X.; Wei, L.; Chen, Q. MiR-365: A Mechanosensitive MicroRNA Stimulates Chondrocyte Differentiation through
Targeting Histone Deacetylase 4. FASEB J. 2011, 25, 4457–4466. [CrossRef] [PubMed]

17. Song, J.; Jin, E.-H.; Kim, D.; Kim, K.Y.; Chun, C.-H.; Jin, E.-J. MicroRNA-222 Regulates MMP-13 via Targeting HDAC-4 during
Osteoarthritis Pathogenesis. BBA Clin. 2015, 3, 79–89. [CrossRef]

18. Ghosh, N.; Hossain, U.; Mandal, A.; Sil, P.C. The Wnt Signaling Pathway: A Potential Therapeutic Target against Cancer. Ann.
N.Y. Acad. Sci. 2019, 1443, 54–74. [CrossRef] [PubMed]

19. Zhan, T.; Rindtorff, N.; Boutros, M. Wnt Signaling in Cancer. Oncogene 2017, 36, 1461–1473. [CrossRef]
20. Wang, Y.; Fan, X.; Xing, L.; Tian, F. Wnt Signaling: A Promising Target for Osteoarthritis Therapy. Cell Commun. Signal. CCS 2019,

17, 1–14. [CrossRef] [PubMed]
21. Behrens, J.; Jerchow, B.-A.; Würtele, M.; Grimm, J.; Asbrand, C.; Wirtz, R.; Kühl, M.; Wedlich, D.; Birchmeier, W. Functional

Interaction of an Axin Homolog, Conductin, with β-Catenin, APC, and GSK3β. Science 1998, 280, 596–599. [CrossRef]
22. Azzolin, L.; Panciera, T.; Soligo, S.; Enzo, E.; Bicciato, S.; Dupont, S.; Bresolin, S.; Frasson, C.; Basso, G.; Guzzardo, V.; et al.

YAP/TAZ Incorporation in the β-Catenin Destruction Complex Orchestrates the Wnt Response. Cell 2014, 158, 157–170. [CrossRef]
23. Liu, S.-S.; Zhou, P.; Zhang, Y. Abnormal Expression of Key Genes and Proteins in the Canonical Wnt/β-Catenin Pathway of

Articular Cartilage in a Rat Model of Exercise-Induced Osteoarthritis. Mol. Med. Rep. 2016, 13, 1999–2006. [CrossRef]
24. Metcalfe, C.; Mendoza-Topaz, C.; Mieszczanek, J.; Bienz, M. Stability Elements in the LRP6 Cytoplasmic Tail Confer Efficient

Signalling upon DIX-Dependent Polymerization. J. Cell Sci. 2010, 123, 1588–1599. [CrossRef]
25. Kahn, M. Can We Safely Target the WNT Pathway? Nat. Rev. Drug Discov. 2014, 13, 513–532. [CrossRef] [PubMed]
26. Cruciat, C.-M.; Niehrs, C. Secreted and Transmembrane Wnt Inhibitors and Activators. Cold Spring Harb. Perspect. Biol. 2013, 5,

1–27. [CrossRef]
27. Funck-Brentano, T.; Bouaziz, W.; Marty, C.; Geoffroy, V.; Hay, E.; Cohen-Solal, M. Dkk-1-Mediated Inhibition of Wnt Signaling in

Bone Ameliorates Osteoarthritis in Mice. Arthr. Rheumatol. 2014, 66, 3028–3039. [CrossRef] [PubMed]
28. Mao, B.; Niehrs, C. Kremen2 Modulates Dickkopf2 Activity during Wnt/LRP6 Signaling. Gene 2003, 302, 179–183. [CrossRef]
29. Loughlin, J.; Dowling, B.; Chapman, K.; Marcelline, L.; Mustafa, Z.; Southam, L.; Ferreira, A.; Ciesielski, C.; Carson, D.A.; Corr, M.

Functional Variants within the Secreted Frizzled-Related Protein 3 Gene Are Associated with Hip Osteoarthritis in Females. Proc.
Natl. Acad. Sci. 2004, 101, 9757–9762. [CrossRef] [PubMed]

30. Zhu, M.; Tang, D.; Wu, Q.; Hao, S.; Chen, M.; Xie, C.; Rosier, R.N.; O′Keefe, R.J.; Zuscik, M.; Chen, D. Activation of β-Catenin
Signaling in Articular Chondrocytes Leads to Osteoarthritis-Like Phenotype in Adult β-Catenin Conditional Activation Mice. J.
Bone Miner. Res. 2009, 24, 12–21. [CrossRef] [PubMed]

31. Zhu, M.; Chen, M.; Zuscik, M.; Wu, Q.; Wang, Y.-J.; Rosier, R.N.; O’Keefe, R.J.; Chen, D. Inhibition of β-Catenin Signaling in
Articular Chondrocytes Results in Articular Cartilage Destruction. Arthr. Rheum. 2008, 58, 2053–2064. [CrossRef]

32. Lietman, C.; Wu, B.; Lechner, S.; Shinar, A.; Sehgal, M.; Rossomacha, E.; Datta, P.; Sharma, A.; Gandhi, R.; Kapoor, M.; et al.
Inhibition of Wnt/β-Catenin Signaling Ameliorates Osteoarthritis in a Murine Model of Experimental Osteoarthritis. JCI Insight
2018, 3, 1–16. [CrossRef] [PubMed]

33. Yuasa, T.; Kondo, N.; Yasuhara, R.; Shimono, K.; Mackem, S.; Pacifici, M.; Iwamoto, M.; Enomoto-Iwamoto, M. Transient
Activation of Wnt/β-Catenin Signaling Induces Abnormal Growth Plate Closure and Articular Cartilage Thickening in Postnatal
Mice. Am. J. Pathol. 2009, 175, 1993–2003. [CrossRef]

34. Nalesso, G.; Thomas, B.L.; Sherwood, J.C.; Yu, J.; Addimanda, O.; Eldridge, S.E.; Thorup, A.-S.; Dale, L.; Schett, G.;
Zwerina, J.; et al. WNT16 Antagonises Excessive Canonical WNT Activation and Protects Cartilage in Osteoarthritis. Ann. Rheum.
Dis. 2017, 76, 218–226. [CrossRef]

35. Claudel, M.; Jouzeau, J.-Y.; Cailotto, F. Secreted Frizzled-Related Proteins (SFRPs) in Osteo-Articular Diseases: Much More than
Simple Antagonists of Wnt Signaling? FEBS J. 2019, 286, 4832–4851. [CrossRef]

http://doi.org/10.1007/s00109-016-1418-z
http://www.ncbi.nlm.nih.gov/pubmed/27067395
http://doi.org/10.1002/jcb.26669
http://doi.org/10.1152/ajpheart.01039.2011
http://doi.org/10.3390/ijms17040436
http://doi.org/10.3892/ijmm.2014.1808
http://doi.org/10.1016/j.febslet.2006.06.080
http://www.ncbi.nlm.nih.gov/pubmed/16828749
http://doi.org/10.1096/fj.11-185132
http://www.ncbi.nlm.nih.gov/pubmed/21856783
http://doi.org/10.1016/j.bbacli.2014.11.009
http://doi.org/10.1111/nyas.14027
http://www.ncbi.nlm.nih.gov/pubmed/31017675
http://doi.org/10.1038/onc.2016.304
http://doi.org/10.1186/s12964-019-0411-x
http://www.ncbi.nlm.nih.gov/pubmed/31420042
http://doi.org/10.1126/science.280.5363.596
http://doi.org/10.1016/j.cell.2014.06.013
http://doi.org/10.3892/mmr.2016.4798
http://doi.org/10.1242/jcs.067546
http://doi.org/10.1038/nrd4233
http://www.ncbi.nlm.nih.gov/pubmed/24981364
http://doi.org/10.1101/cshperspect.a015081
http://doi.org/10.1002/art.38799
http://www.ncbi.nlm.nih.gov/pubmed/25080367
http://doi.org/10.1016/S0378-1119(02)01106-X
http://doi.org/10.1073/pnas.0403456101
http://www.ncbi.nlm.nih.gov/pubmed/15210948
http://doi.org/10.1359/jbmr.080901
http://www.ncbi.nlm.nih.gov/pubmed/18767928
http://doi.org/10.1002/art.23614
http://doi.org/10.1172/jci.insight.96308
http://www.ncbi.nlm.nih.gov/pubmed/29415892
http://doi.org/10.2353/ajpath.2009.081173
http://doi.org/10.1136/annrheumdis-2015-208577
http://doi.org/10.1111/febs.15119


Int. J. Mol. Sci. 2021, 22, 9887 14 of 16

36. Yazici, Y.; McAlindon, T.E.; Fleischmann, R.; Gibofsky, A.; Lane, N.E.; Kivitz, A.J.; Skrepnik, N.; Armas, E.; Swearingen, C.J.;
DiFrancesco, A.; et al. A Novel Wnt Pathway Inhibitor, SM04690, for the Treatment of Moderate to Severe Osteoarthritis of the
Knee: Results of a 24-Week, Randomized, Controlled, Phase 1 Study. Osteoarthr. Cartil. 2017, 25, 1598–1606. [CrossRef]

37. Dell’Accio, F. Pharmacological Blockade of the WNT-Beta-Catenin Signaling: A Possible First-in-Kind DMOAD. Osteoarthr. Cartil.
2018, 3, 4–6. [CrossRef]

38. Hou, L.; Shi, H.; Wang, M.; Liu, J.; Liu, G. MicroRNA-497-5p Attenuates IL-1β-Induced Cartilage Matrix Degradation in
Chondrocytes via Wnt/β-Catenin Signal Pathway. Int. J. Clin. Exp. Pathol. 2019, 12, 3108–3118. [PubMed]

39. Zhang, Y.; Huang, X.; Yuan, Y. MicroRNA-410 Promotes Chondrogenic Differentiation of Human Bone Marrow Mesenchymal
Stem Cells through down-Regulating Wnt3a. Am. J. Transl. Res. 2017, 9, 136–145. [PubMed]

40. Mao, G.; Zhang, Z.; Hu, S.; Zhang, Z.; Chang, Z.; Huang, Z.; Liao, W.; Kang, Y. Exosomes Derived from MiR-92a-3p-
Overexpressing Human Mesenchymal Stem Cells Enhance Chondrogenesis and Suppress Cartilage Degradation via Targeting
WNT5A. Stem Cell Res. Ther. 2018, 9, 1–13. [CrossRef]

41. Sun, J.; Yan, P.; Chen, Y.; Chen, Y.; Yang, J.; Xu, G.; Mao, H.; Qiu, Y. MicroRNA-26b Inhibits Cell Proliferation and Cytokine
Secretion in Human RASF Cells via the Wnt/GSK-3β/β-Catenin Pathway. Diagn. Pathol. 2015, 10, 1–9. [CrossRef] [PubMed]

42. Li, J.; Hu, C.; Han, L.; Liu, L.; Jing, W.; Tang, W.; Tian, W.; Long, J. MiR-154-5p Regulates Osteogenic Differentiation of Adipose-
Derived Mesenchymal Stem Cells under Tensile Stress through the Wnt/PCP Pathway by Targeting Wnt11. Bone 2015, 78,
130–141. [CrossRef] [PubMed]

43. Zhao, C.; Wang, Y.; Jin, H.; Yu, T. Knockdown of MicroRNA-203 Alleviates LPS-Induced Injury by Targeting MCL-1 in C28/I2
Chondrocytes. Exp. Cell Res. 2017, 359, 171–178. [CrossRef]

44. Sun, T.; Li, X.; Song, H.; Gao, F.; Zhou, G.; Li, X.; Chen, Z.; Chen, L. MiR-146a Aggravates LPS-Induced Inflammatory Injury by
Targeting CXCR4 in the Articular Chondrocytes. Cell. Physiol. Biochem. Int. J. Exp. Cell. Physiol. Biochem. Pharmacol. 2017, 44,
1282–1294. [CrossRef] [PubMed]

45. Le, L.T.T.; Swingler, T.E.; Crowe, N.; Vincent, T.L.; Barter, M.J.; Donell, S.T.; Delany, A.M.; Dalmay, T.; Young, D.A.; Clark, I.M. The
MicroRNA-29 Family in Cartilage Homeostasis and Osteoarthritis. J. Mol. Med. 2016, 94, 583–596. [CrossRef]

46. Xing, D.; Wang, B.; Ke, Y.; Lin, J. Overexpression of Microrna-1 Controls the Development of Osteoarthritis via Targeting FZD7 of
WNT/β-Catenin Signaling. Osteoarthr. Cartil. 2017, 25, 1–19. [CrossRef]

47. Zhang, J.; Tu, Q.; Bonewald, L.F.; He, X.; Stein, G.; Lian, J.; Chen, J. Effects of MiR-335-5p in Modulating Osteogenic Differentiation
by Specifically Downregulating Wnt Antagonist DKK1. J. Bone Miner. Res. Off. J. Am. Soc. Bone Miner. Res. 2011, 26, 1953–1963.
[CrossRef]

48. Peng, H.; Liang, D.; Li, B.; Liang, C.; Huang, W.; Lin, H. MicroRNA-320a Protects against Osteoarthritis Cartilage Degeneration
by Regulating the Expressions of BMI-1 and RUNX2 in Chondrocytes. Pharmacology 2017, 72, 223–226. [CrossRef]

49. Chen, Z.; Zhang, Y.; Liang, C.; Chen, L.; Zhang, G.; Qian, A. Mechanosensitive MiRNAs and Bone Formation. Int. J. Mol. Sci.
2017, 18, 1684. [CrossRef]

50. Chao, J.-R.; Wang, J.-M.; Lee, S.-F.; Peng, H.-W.; Lin, Y.-H.; Chou, C.-H.; Li, J.-C.; Huang, H.-M.; Chou, C.-K.; Kuo, M.-L.; et al.
Mcl-1 Is an Immediate-Early Gene Activated by the Granulocyte-Macrophage Colony-Stimulating Factor (GM-CSF) Signaling
Pathway and Is One Component of the GM-CSF Viability Response. Mol. Cell. Biol. 1998, 18, 4883–4898. [CrossRef] [PubMed]

51. Dkk-1–Mediated Inhibition of Wnt Signaling in Bone Ameliorates Osteoarthritis in Mice-Funck-Brentano-2014-Arthritis
Rheumatology-Wiley Online Library. Available online: https://onlinelibrary.wiley.com/doi/full/10.1002/art.38799 (accessed on
11 December 2019).

52. Cho, J.-H.; Dimri, M.; Dimri, G.P. A Positive Feedback Loop Regulates the Expression of Polycomb Group Protein BMI1 via WNT
Signaling Pathway. J. Biol. Chem. 2013, 288, 3406–3418. [CrossRef]

53. Ukai, T.; Sato, M.; Akutsu, H.; Umezawa, A.; Mochida, J. MicroRNA-199a-3p, MicroRNA-193b, and MicroRNA-320c Are
Correlated to Aging and Regulate Human Cartilage Metabolism. J. Orthop. Res. 2012, 30, 1915–1922. [CrossRef]

54. Li, J.; Zhang, Y.; Zhao, Q.; Wang, J.; He, X. MicroRNA-10a Influences Osteoblast Differentiation and Angiogenesis by Regulating
β-Catenin Expression. Cell. Physiol. Biochem. Int. J. Exp. Cell. Physiol. Biochem. Pharmacol. 2015, 37, 2194–2208. [CrossRef]
[PubMed]

55. Wang, J.; Wang, Y.; Zhang, H.; Gao, W.; Lu, M.; Liu, W.; Li, Y.; Yin, Z. Forkhead Box C1 Promotes the Pathology of Osteoarthritis
by Upregulating β-Catenin in Synovial Fibroblasts. FEBS J. 2019, 287, 3065–3087. [CrossRef] [PubMed]

56. Hu, W.; Ye, Y.; Zhang, W.; Wang, J.; Chen, A.; Guo, F. MiR-142-3p Promotes Osteoblast Differentiation by Modulating Wnt
Signaling. Mol. Med. Rep. 2013, 7, 689–693. [CrossRef]

57. Hu, H.; Zhao, C.; Zhang, P.; Liu, Y.; Jiang, Y.; Wu, E.; Xue, H.; Liu, C.; Li, Z. MiR-26b Modulates OA Induced BMSC Osteogenesis
through Regulating GSK3β/β-Catenin Pathway. Exp. Mol. Pathol. 2019, 107, 158–164. [CrossRef] [PubMed]

58. Shu, Y.; Long, J.; Guo, W.; Ye, W. MicroRNA-195-5p Inhibitor Prevents the Development of Osteoarthritis by Targeting REGγ.
Mol. Med. Rep. 2019, 19, 4561–4568. [CrossRef]

59. Wang, F.L.; Li, D.D.; Huang, X.; Liu, F.; Liu, Q.B.; Lan, J. miR-29c-3p targeted dishevelled 2 on osteogenesis differentiation of rat
bone marrow mesenchymal stem cells in high-fat environment. Zhonghua Kou Qiang Yi Xue Za Zhi Zhonghua Kouqiang Yixue Zazhi
Chin. J. Stomatol. 2018, 53, 694–700. [CrossRef]

http://doi.org/10.1016/j.joca.2017.07.006
http://doi.org/10.1016/j.joca.2017.10.014
http://www.ncbi.nlm.nih.gov/pubmed/31934153
http://www.ncbi.nlm.nih.gov/pubmed/28123640
http://doi.org/10.1186/s13287-018-1004-0
http://doi.org/10.1186/s13000-015-0309-x
http://www.ncbi.nlm.nih.gov/pubmed/26088648
http://doi.org/10.1016/j.bone.2015.05.003
http://www.ncbi.nlm.nih.gov/pubmed/25959411
http://doi.org/10.1016/j.yexcr.2017.07.034
http://doi.org/10.1159/000485488
http://www.ncbi.nlm.nih.gov/pubmed/29183039
http://doi.org/10.1007/s00109-015-1374-z
http://doi.org/10.1016/j.joca.2017.02.535
http://doi.org/10.1002/jbmr.377
http://doi.org/10.1691/ph.2017.6890
http://doi.org/10.3390/ijms18081684
http://doi.org/10.1128/MCB.18.8.4883
http://www.ncbi.nlm.nih.gov/pubmed/9671497
https://onlinelibrary.wiley.com/doi/full/10.1002/art.38799
http://doi.org/10.1074/jbc.M112.422931
http://doi.org/10.1002/jor.22157
http://doi.org/10.1159/000438576
http://www.ncbi.nlm.nih.gov/pubmed/26610149
http://doi.org/10.1111/febs.15178
http://www.ncbi.nlm.nih.gov/pubmed/31837247
http://doi.org/10.3892/mmr.2012.1207
http://doi.org/10.1016/j.yexmp.2019.02.003
http://www.ncbi.nlm.nih.gov/pubmed/30768922
http://doi.org/10.3892/mmr.2019.10124
http://doi.org/10.3760/cma.j.issn.1002-0098.2018.10.009


Int. J. Mol. Sci. 2021, 22, 9887 15 of 16

60. Zhang, H.-X.; Sun, C.; Yu, H.-C.; Song, B.; Pan, Z.-X. Targeted Inhibition of β-Catenin by MiR-320 and Decreased MMP-13
Expression in Suppressing Chondrocyte Collagen Degradation. Eur. Rev. Med. Pharmacol. Sci. 2018, 22, 5828–5835. [CrossRef]
[PubMed]

61. Konsavage, W.M.; Kyler, S.L.; Rennoll, S.A.; Jin, G.; Yochum, G.S. Wnt/β-Catenin Signaling Regulates Yes-Associated Protein
(YAP) Gene Expression in Colorectal Carcinoma Cells. J. Biol. Chem. 2012, 287, 11730–11739. [CrossRef] [PubMed]

62. Wang, Q.; Gao, X.; Yu, T.; Yuan, L.; Dai, J.; Wang, W.; Chen, G.; Jiao, C.; Zhou, W.; Huang, Q.; et al. REGγ Controls Hippo
Signaling and Reciprocal NF-KB–YAP Regulation to Promote Colon Cancer. Clin. Cancer Res. 2018, 24, 2015–2025. [CrossRef]

63. Sharma, M.; Castro-Piedras, I.; Simmons, G.E.; Pruitt, K. Dishevelled: A Masterful Conductor of Complex Wnt Signals. Cell.
Signal. 2018, 47, 52–64. [CrossRef]

64. Paik, S.; Jung, H.S.; Lee, S.; Yoon, D.S.; Park, M.S.; Lee, J.W. MiR-449a Regulates the Chondrogenesis of Human Mesenchymal
Stem Cells Through Direct Targeting of Lymphoid Enhancer-Binding Factor-1. Stem Cells Dev. 2012, 21, 3298–3308. [CrossRef]

65. Baek, D.; Lee, K.-M.; Park, K.W.; Suh, J.W.; Choi, S.M.; Park, K.H.; Lee, J.W.; Kim, S.-H. Inhibition of MiR-449a Promotes Cartilage
Regeneration and Prevents Progression of Osteoarthritis in In Vivo Rat Models. Mol. Ther. Nucleic Acids 2018, 13, 322–333.
[CrossRef] [PubMed]

66. Huang, X.; Chen, Z.; Shi, W.; Zhang, R.; Li, L.; Liu, H.; Wu, L. TMF Inhibits MiR-29a/Wnt/β-Catenin Signaling through
Upregulating Foxo3a Activity in Osteoarthritis Chondrocytes. Drug Des. Devel. Ther. 2019, 13, 2009–2019. [CrossRef]

67. Mao, G.; Zhang, Z.; Huang, Z.; Chen, W.; Huang, G.; Meng, F.; Zhang, Z.; Kang, Y. MicroRNA-92a-3p Regulates the Expression of
Cartilage-Specific Genes by Directly Targeting Histone Deacetylase 2 in Chondrogenesis and Degradation. Osteoarthr. Cartil.
2017, 25, 521–532. [CrossRef] [PubMed]

68. Meng, F.; Li, Z.; Zhang, Z.; Yang, Z.; Kang, Y.; Zhao, X.; Long, D.; Hu, S.; Gu, M.; He, S.; et al. MicroRNA-193b-3p Regulates
Chondrogenesis and Chondrocyte Metabolism by Targeting HDAC3. Theranostics 2018, 8, 2862–2883. [CrossRef]

69. Xu, W.; Gao, P.; Zhang, Y.; Piao, L.; Dong, D. MicroRNA-138 Induces Cell Survival and Reduces WNT/β-Catenin Signaling of
Osteoarthritis Chondrocytes through NEK2. IUBMB Life 2019, 71, 1355–1366. [CrossRef]

70. Gao, F.; Peng, C.; Zheng, C.; Zhang, S.; Wu, M. MiRNA-101 Promotes Chondrogenic Differentiation in Rat Bone Marrow
Mesenchymal Stem Cells. Exp. Ther. Med. 2019, 17, 175–180. [CrossRef] [PubMed]

71. Dai, L.; Zhang, X.; Hu, X.; Zhou, C.; Ao, Y. Silencing of MicroRNA-101 Prevents IL-1β-Induced Extracellular Matrix Degradation
in Chondrocytes. Arthr. Res. Ther. 2012, 14, 1–11. [CrossRef] [PubMed]

72. Martinez-Sanchez, A.; Dudek, K.A.; Murphy, C.L. Regulation of Human Chondrocyte Function through Direct Inhibition of
Cartilage Master Regulator SOX9 by MicroRNA-145 (MiRNA-145). J. Biol. Chem. 2012, 287, 916–924. [CrossRef]

73. Zhou, J.-X.; Tian, Z.-G.; Zhu, L.-F.; Wu, W.-D.; Zhou, S.-L.; Zhao, Y.-T.; Huang, S. MicroRNA-615-3p Promotes the Osteoarthritis
Progression by Inhibiting Chondrogenic Differentiation of Bone Marrow Mesenchymal Stem Cells. Eur. Rev. Med. Pharmacol. Sci.
2018, 22, 6212–6220. [CrossRef] [PubMed]

74. Tao, S.-C.; Yuan, T.; Zhang, Y.-L.; Yin, W.-J.; Guo, S.-C.; Zhang, C.-Q. Exosomes Derived from MiR-140-5p-Overexpressing Human
Synovial Mesenchymal Stem Cells Enhance Cartilage Tissue Regeneration and Prevent Osteoarthritis of the Knee in a Rat Model.
Theranostics 2017, 7, 180–195. [CrossRef] [PubMed]

75. Götze, S.; Coersmeyer, M.; Müller, O.; Sievers, S. Histone Deacetylase Inhibitors Induce Attenuation of Wnt Signaling and TCF7L2
Depletion in Colorectal Carcinoma Cells. Int. J. Oncol. 2014, 45, 1715–1723. [CrossRef]

76. Chen, W.-P.; Bao, J.-P.; Tang, J.-L.; Hu, P.-F.; Wu, L.-D. Trichostatin A Inhibits Expression of Cathepsins in Experimental
Osteoarthritis. Rheumatol. Int. 2011, 31, 1325–1331. [CrossRef]

77. Ota, S.; Ishitani, S.; Shimizu, N.; Matsumoto, K.; Itoh, M.; Ishitani, T. NLK Positively Regulates Wnt/β-Catenin Signalling by
Phosphorylating LEF1 in Neural Progenitor Cells. EMBO J. 2012, 31, 1904–1915. [CrossRef]

78. Wang, X.; Cornelis, F.M.F.; Lories, R.J.; Monteagudo, S. Exostosin-1 Enhances Canonical Wnt Signaling Activity during Chondro-
genic Differentiation. Osteoarthr. Cartil. 2019, 27, 1702–1710. [CrossRef] [PubMed]

79. Topol, L.; Chen, W.; Song, H.; Day, T.F.; Yang, Y. Sox9 Inhibits Wnt Signaling by Promoting Beta-Catenin Phosphorylation in the
Nucleus. J. Biol. Chem. 2009, 284, 3323–3333. [CrossRef]

80. Cheleschi, S.; De Palma, A.; Pecorelli, A.; Pascarelli, N.; Valacchi, G.; Belmonte, G.; Carta, S.; Galeazzi, M.; Fioravanti, A.
Hydrostatic Pressure Regulates MicroRNA Expression Levels in Osteoarthritic Chondrocyte Cultures via the Wnt/β-Catenin
Pathway. Int. J. Mol. Sci. 2017, 18, 133. [CrossRef]

81. Wang, J.H.; Shih, K.S.; Wu, Y.W.; Wang, A.W.; Yang, C.R. Histone Deacetylase Inhibitors Increase MicroRNA-146a Expression and
Enhance Negative Regulation of Interleukin-1β Signaling in Osteoarthritis Fibroblast-like Synoviocytes. Osteoarthr. Cartil. 2013,
21, 1987–1996. [CrossRef]

82. Kapinas, K.; Kessler, C.; Ricks, T.; Gronowicz, G.; Delany, A.M. MiR-29 Modulates Wnt Signaling in Human Osteoblasts through
a Positive Feedback Loop. J. Biol. Chem. 2010, 285, 25221–25231. [CrossRef]

83. Yang, J.; Qin, S.; Yi, C.; Ma, G.; Zhu, H.; Zhou, W.; Xiong, Y.; Zhu, X.; Wang, Y.; He, L.; et al. MiR-140 Is Co-Expressed with
Wwp2-C Transcript and Activated by Sox9 to Target Sp1 in Maintaining the Chondrocyte Proliferation. FEBS Lett. 2011, 585,
2992–2997. [CrossRef]

84. Zhao, C.; Miao, Y.; Cao, Z.; Shi, J.; Li, J.; Kang, F.; Dou, C.; Xie, Z.; Xiang, Q.; Dong, S. MicroRNA-29b Regulates Hypertrophy of
Murine Mesenchymal Stem Cells Induced toward Chondrogenesis. J. Cell. Biochem. 2019, 120, 8742–8753. [CrossRef] [PubMed]

http://doi.org/10.26355/eurrev_201809_15909
http://www.ncbi.nlm.nih.gov/pubmed/30280762
http://doi.org/10.1074/jbc.M111.327767
http://www.ncbi.nlm.nih.gov/pubmed/22337891
http://doi.org/10.1158/1078-0432.CCR-17-2986
http://doi.org/10.1016/j.cellsig.2018.03.004
http://doi.org/10.1089/scd.2011.0732
http://doi.org/10.1016/j.omtn.2018.09.015
http://www.ncbi.nlm.nih.gov/pubmed/30326428
http://doi.org/10.2147/DDDT.S209694
http://doi.org/10.1016/j.joca.2016.11.006
http://www.ncbi.nlm.nih.gov/pubmed/27884646
http://doi.org/10.7150/thno.23547
http://doi.org/10.1002/iub.2050
http://doi.org/10.3892/etm.2018.6959
http://www.ncbi.nlm.nih.gov/pubmed/30651779
http://doi.org/10.1186/ar4114
http://www.ncbi.nlm.nih.gov/pubmed/23227940
http://doi.org/10.1074/jbc.M111.302430
http://doi.org/10.26355/eurrev_201810_16027
http://www.ncbi.nlm.nih.gov/pubmed/30338787
http://doi.org/10.7150/thno.17133
http://www.ncbi.nlm.nih.gov/pubmed/28042326
http://doi.org/10.3892/ijo.2014.2550
http://doi.org/10.1007/s00296-010-1481-7
http://doi.org/10.1038/emboj.2012.46
http://doi.org/10.1016/j.joca.2019.07.007
http://www.ncbi.nlm.nih.gov/pubmed/31330188
http://doi.org/10.1074/jbc.M808048200
http://doi.org/10.3390/ijms18010133
http://doi.org/10.1016/j.joca.2013.09.008
http://doi.org/10.1074/jbc.M110.116137
http://doi.org/10.1016/j.febslet.2011.08.013
http://doi.org/10.1002/jcb.28161
http://www.ncbi.nlm.nih.gov/pubmed/30652339


Int. J. Mol. Sci. 2021, 22, 9887 16 of 16

85. Xin, H.; Li, Y.; Chopp, M. Exosomes/MiRNAs as Mediating Cell-Based Therapy of Stroke. Front. Cell. Neurosci. 2014, 8, 1–11.
[CrossRef]

86. Zhang, Y.; Lin, J.; Zhou, X.; Chen, X.; Chen, A.C.; Pi, B.; Pan, G.; Pei, M.; Yang, H.; Liu, T.; et al. Melatonin Prevents Osteoarthritis-
Induced Cartilage Degradation via Targeting MicroRNA-140. Oxid. Med. Cell. Longev. 2019, 2019, 1–17. [CrossRef] [PubMed]

87. Janssens, N.; Janicot, M.; Perera, T. The Wnt-Dependent Signaling Pathways as Target in Oncology Drug Discovery. Invest. New
Drugs 2006, 24, 263–280. [CrossRef]

88. De Ferrari, G.V.; Inestrosa, N.C. Wnt Signaling Function in Alzheimer′s Disease. Brain Res. Brain Res. Rev. 2000, 33, 1–12.
[CrossRef]

89. Schiavone, M.L.; Millucci, L.; Bernardini, G.; Giustarini, D.; Rossi, R.; Marzocchi, B.; Santucci, A. Homogentisic Acid Affects
Human Osteoblastic Functionality by Oxidative Stress and Alteration of the Wnt/β-Catenin Signaling Pathway. J. Cell. Physiol.
2020, 235, 6808–6816. [CrossRef] [PubMed]

90. Deshmukh, V.; O′Green, A.L.; Bossard, C.; Seo, T.; Lamangan, L.; Ibanez, M.; Ghias, A.; Lai, C.; Do, L.; Cho, S.; et al. Modulation of
the Wnt Pathway through Inhibition of CLK2 and DYRK1A by Lorecivivint as a Novel, Potentially Disease-Modifying Approach
for Knee Osteoarthritis Treatment. Osteoarthr. Cartil. 2019, 27, 1347–1360. [CrossRef]

91. Duan, L.; Liang, Y.; Xu, X.; Xiao, Y.; Wang, D. Recent Progress on the Role of MiR-140 in Cartilage Matrix Remodelling and Its
Implications for Osteoarthritis Treatment. Arthr. Res. Ther. 2020, 22, 194. [CrossRef]

92. Hecht, N.; Johnstone, B.; Angele, P.; Walker, T.; Richter, W. Mechanosensitive MiRs Regulated by Anabolic and Catabolic Loading
of Human Cartilage. Osteoarthr. Cartil. 2019, 27, 1208–1218. [CrossRef]

93. Liu, S.; Wang, Z.; Liu, Z.; Shi, S.; Zhang, Z.; Zhang, J.; Lin, H. MiR-221/222 Activate the Wnt/β-Catenin Signaling to Promote
Triple-Negative Breast Cancer. J. Mol. Cell Biol. 2018, 10, 302–315. [CrossRef]

94. Garzon, R.; Marcucci, G.; Croce, C.M. Targeting MicroRNAs in Cancer: Rationale, Strategies and Challenges. Nat. Rev. Drug
Discov. 2010, 9, 775–789. [CrossRef] [PubMed]

95. Sondag, G.R.; Haqqi, T.M. The Role of MicroRNAs and Their Targets in Osteoarthritis. Curr. Rheumatol. Rep. 2016, 18, 1–23.
[CrossRef]

96. Mathiessen, A.; Conaghan, P.G. Synovitis in Osteoarthritis: Current Understanding with Therapeutic Implications. Arthr. Res.
Ther. 2017, 19, 18. [CrossRef] [PubMed]

97. Usami, Y.; Gunawardena, A.T.; Iwamoto, M.; Enomoto-Iwamoto, M. Wnt Signaling in Cartilage Development and Diseases:
Lessons from Animal Studies. Lab. Invest. 2016, 96, 186–196. [CrossRef] [PubMed]

98. Fan, J.; Feng, Y.; Zhang, R.; Zhang, W.; Shu, Y.; Zeng, Z.; Huang, S.; Zhang, L.; Huang, B.; Wu, D.; et al. A Simplified System for
the Effective Expression and Delivery of Functional Mature MicroRNAs in Mammalian Cells. Cancer Gene Ther. 2020, 27, 424–437.
[CrossRef]

99. Jin, H.Y.; Gonzalez-Martin, A.; Miletic, A.V.; Lai, M.; Knight, S.; Sabouri-Ghomi, M.; Head, S.R.; Macauley, M.S.; Rickert, R.C.;
Xiao, C. Transfection of MicroRNA Mimics Should Be Used with Caution. Front. Genet. 2015, 6, 340. [CrossRef] [PubMed]

100. Taheri, S.; Yoshida, T.; Böker, K.O.; Foerster, R.H.; Jochim, L.; Flux, A.L.; Grosskopf, B.; Lehmann, W.; Schilling, A.F. Investigating
the Microchannel Architectures Inside the Subchondral Bone in Relation to Estimated Hip Reaction Forces on the Human Femoral
Head. Calcif. Tissue Int. 2021, 1, 1–15. [CrossRef]

101. Taheri, S.; Winkler, T.; Schenk, L.S.; Neuerburg, C.; Baumbach, S.F.; Zustin, J.; Lehmann, W.; Schilling, A.F. Developmental
Transformation and Reduction of Connective Cavities within the Subchondral Bone. Int. J. Mol. Sci. 2019, 20, 770. [CrossRef]

http://doi.org/10.3389/fncel.2014.00377
http://doi.org/10.1155/2019/9705929
http://www.ncbi.nlm.nih.gov/pubmed/31915516
http://doi.org/10.1007/s10637-005-5199-4
http://doi.org/10.1016/S0165-0173(00)00021-7
http://doi.org/10.1002/jcp.29575
http://www.ncbi.nlm.nih.gov/pubmed/31989660
http://doi.org/10.1016/j.joca.2019.05.006
http://doi.org/10.1186/s13075-020-02290-0
http://doi.org/10.1016/j.joca.2019.04.010
http://doi.org/10.1093/jmcb/mjy041
http://doi.org/10.1038/nrd3179
http://www.ncbi.nlm.nih.gov/pubmed/20885409
http://doi.org/10.1007/s11926-016-0604-x
http://doi.org/10.1186/s13075-017-1229-9
http://www.ncbi.nlm.nih.gov/pubmed/28148295
http://doi.org/10.1038/labinvest.2015.142
http://www.ncbi.nlm.nih.gov/pubmed/26641070
http://doi.org/10.1038/s41417-019-0113-y
http://doi.org/10.3389/fgene.2015.00340
http://www.ncbi.nlm.nih.gov/pubmed/26697058
http://doi.org/10.1007/s00223-021-00864-x
http://doi.org/10.3390/ijms20030770

	Introduction 
	miRNA Biogenesis and Target Prediction 
	miRNAs Regulation in Osteoarthritis 
	Wnt Pathway Overview 
	Wnt Pathway Regulation in Osteoarthritis (OA) 
	miRNAs Modulate the Wnt Pathway in OA 
	Targeting Wnt Ligands/Receptors and Associated Proteins 
	Targeting -catenin Destruction Complex and Associated Proteins 
	Targeting Wnt Pathway Transcription Factors and Associated Proteins 
	miRNAs Targeted by Canonical Wnt Pathway in OA 
	miRNA-Based Therapeutics in OA 
	Future Perspective 
	Conclusions 
	References

